A. Worked example using the cervical cancer network 
Calculating basis functions
In this subsection we explain how to calculate the basis functions introduced in Section 3.1.
For a patient i with survival (or censoring time) ln(t i ) and a spline model with p interior knots where the location of the knots are k 0 , k 1 , . . . , k p , k p+1 (k 0 < k 1 < ... < k p < k p+1 ) and k 0 and k p+1 are the boundary knots and where (x) + equals x if x > 0 and 0 otherwise, the basis functions v 0 ln(t i ) , v 1 ln(t i ) , v 2 ln(t i ) , . . . , v p−1 ln(t i ) , v p ln(t i ) are calculated as follows:
. . , u p−1 ln(t i ) , u p ln(t i ) which can then be used in equations (1), (2), 4 (3), (5), (6), (7), (8), (9) and (10).
, and normalising
where < u ln(t i j ) , v ln(t i j ) >= i u ln(t i j ) v ln(t i j ) i.e. the inner product of the vectors u and v.
Stata code for calculating the basis functions
This subsection includes the Stata code for calculating the basis functions. We start by first specifying the location of the internal knots. In this example code we assume that all trials have the same two internal knot locations (based on percentiles of survival time). If the knot locations are chosen individually for each trial (as in the cervical cancer network) then these should be specified individually for each trial. replace n='r(sd)' if trialid=='i'
Stata code for running WinBUGS
In the next section of Stata code we use the winbugs suite of commands to prepare the data for Win-BUGS, write a script file (which will tell WinBUGS which files to run), run the model in WinBUGS and load the results back in Stata. 
WinBUGS model code
This next section specifies the one-step RTE NMA model (6) that was run in WinBUGS using the cervical cancer network. In the model i is patient and j is trial. This model specification also shows how the spline can be extended to fit models (8), (9) and (10). Note for these models the data file will need to be modified to include the treatment-ln(time) interactions or the indicator variable for the inconsistency parameter. B. Location of knots 
